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positive for ANDV. Patient 8, a passenger who 
disembarked in Tristan da Cunha, began to have 
symptoms on April 28 and is currently receiving 
medical care; the illness in this patient is con-
sidered a probable case because of limited access 
to testing. Two additional confirmed cases (in 
France and Spain) were detected among persons 
evacuated from the ship in Tenerife, Spain; symp-
toms developed in these patients after they had 
disembarked from the ship — one on May 10 
(Patient 9) and the other on May 12 (Patient 10). 
PCR testing in the patients in this outbreak has 
been performed in different laboratories with the 
use of locally validated assays in the respective 
countries.

Early sequencing of ANDV from the patients 
showed a high degree of similarity to previously 
reported sequences from Argentina. An initial 
zoonotic introduction before the departure of the 
ship from Argentina on April 1 is likely, because 
symptoms developed in Patient 1 on April 3, and 
he had a 3-month travel history to regions with 
known enzootic circulation of ANDV. No samples 
were available from this patient. Sequencing of 
samples from the subsequent patients showed a 
high level of genetic similarity, with a maximum 
of one detected single-nucleotide polymorphism 
per patient.3 Further epidemiologic analysis is 
needed to determine whether this outbreak re-
sulted from one or more zoonotic spillover events 
or from human-to-human transmission, as was 
seen in the 2018 outbreak, which showed similar 
clustering and absence of viral genetic diversity.5

The situation is evolving, and the World Health 
Organization and European Center for Disease 

Prevention and Control assess the global risk as 
low. The primary source of the outbreak is under 
active investigation, and experts who have experi-
ence with ANDV are collaborating to focus on 
exposures to South American rodents that oc-
curred before the departure of the ship.
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Clusters of Concern — Spatial Link between Childhood 
Undervaccination and Measles Outbreaks in South Carolina

To the Editor: Vaccination coverage in South 
Carolina has declined over the past 5 years, a re-
duction that has increased concern about suscep-
tibility to outbreaks of vaccine-preventable dis-
ease. During the 2025–2026 school year, the state 
has had the largest measles outbreak since the 
elimination of measles in the United States was 
declared in 2000.1 As of April 8, 2026, South 
Carolina had 997 confirmed cases of measles, of 
which 95.3% were reported to be among unvac-
cinated residents.2 Of these cases, 90.8% occurred 

in children (<18 years of age).2 Thus, school-based 
vaccination patterns provide a reasonable indica-
tor of local pediatric susceptibility in the com-
munities where transmission has occurred.

In the United States, two-dose MMR (measles, 
mumps, and rubella) vaccination coverage above 
95% is considered necessary for community pro-
tection against measles. We conducted a spatial 
analysis to identify clusters of undervaccinated 
students (i.e., those who had no documentation of 
having received the required school-entry vaccines) 
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and assessed the geographic overlap between the 
identified clusters and schools with documented 
measles exposures.

Using school immunization data from the 
2025–2026 school year, we estimated the number 
of undervaccinated students in each census tract, 
with spatial hot spots identified with the ArcGIS 
Getis-Ord Gi* statistic, which is used to calculate 
a z score for each grid cell or unit of spatial analy-
sis. Analyses were repeated across five nearest-
neighbor specifications, with tracts exceeding the 
prespecified threshold (Gi* z score, ≥1.96) in two 
or more specifications classified as hot spots. 
Details regarding the methods that were used in 
this study are provided in the Supplementary Ap-
pendix, available with the full text of this letter at 
NEJM.org.

The local Getis-Ord Gi* analysis identified 109 
of 1319 census tracts (8.3%) as hot spots (Fig. 1). 
The number of census tracts that were identified 
as persistent hot spots increased from 106 in 

2024–2025 to 109 in 2025–2026. Spartanburg 
County (population, 380,000) was identified as 
the dominant cluster, containing 27 of 109 hot-
spot tracts (24.8%). Of the 997 reported measles 
cases in the state, 940 (94.3%) occurred in Spar-
tanburg County; of the 30 schools statewide with 
documented measles exposures, 28 (93%) were in 
Spartanburg County. The mean vaccination cover-
age was lower in the schools with reported mea-
sles cases (coverage, 83.9%) than in those with 
no reported cases (coverage, 92.9%), a mean dif-
ference of 9 percentage points (95% confidence 
interval [CI], 4.0 to 14). The locations of the 30 
schools with measles exposure were not uni-
formly distributed: 26 (87%) were located within 
or adjacent to undervaccinated hot-spot tracts 
(Fig. 1).

These findings indicate that undervaccination 
in South Carolina is concentrated in geographic 
clusters. The spatial alignment between hot-spot 
tracts and measles-exposed schools suggests that 

Figure 1. Spatial Distribution of Undervaccinated Hot Spots in Upstate South Carolina during the 2025–2026 School Year.

Shown is the location of areas that had reduced levels of measles vaccination and the proximity of these areas to 
schools reporting cases of measles. Counties are colored according to the number of reported measles cases. Hot-
spot tracts were identified with the ArcGIS Getis-Ord Gi* statistic according to five nearest-neighbor specifications; 
tracts with a Gi* z score of 1.96 or more in two or more specifications are indicated. The inset map shows the state-
wide distribution of hot-spot tracts, with the upstate region outlined in orange.
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geographic clustering of undervaccinated students 
may serve as a precursor to outbreak activity. The 
concentration of documented measles exposures 
in Spartanburg County may reflect the geographic 
overlap between clusters of undervaccination and 
a close-knit community that is concentrated in 
that area, whereas the geographic separation of 
other undervaccinated hot spots from the Spar-
tanburg cluster may have prevented measles from 
spreading more broadly. Other possible contrib-
utors to geographic containment (e.g., public 
health response) were not examined. With mea-
sles outbreaks active in multiple states, proactive 
spatial surveillance of high-risk clusters may sup-
port earlier, more targeted public health interven-
tions to reduce barriers to immunization,3 prevent 
further clustering,4 and enhance outbreak-control 
efficiency.5
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Response to Crizotinib in Infantile Fibrosarcoma 
with TFG::MET Gene Fusion

To the Editor: Infantile fibrosarcoma is a rare 
pediatric soft-tissue sarcoma of early childhood, 
driven mostly by ETV6::NTRK3 fusion.1 We report 
a locally invasive case in the left scapula and fore-
arm without an upfront limb-sparing surgical 
option. A TFG::MET fusion was present, a finding 
that expands the known genomic landscape of 
infantile fibrosarcoma. Our case highlights the 
diagnostic importance of comprehensive molecu-
lar profiling and the therapeutic potential of tyro-
sine kinase inhibitors (TKIs).

An otherwise healthy male infant was ante-
natally diagnosed with a left scapular lesion at 
29 weeks’ gestation. Postnatal imaging showed 
a localized large, lobulated, soft-tissue lesion with 
18F-f luorodeoxyglucose (FDG) avidity (Fig. 1A, 
1C, and 1E). Histopathological analysis showed 
a highly cellular spindle-cell neoplasm that lacked 
the characteristic immunophenotypic profile of 
infantile fibrosarcoma (Fig. 1B), and fluores-
cence in situ hybridization was negative for ETV6 
rearrangement. RNA sequencing detected a 5′-
to-3′ in-frame fusion of TFG exon 4 to MET exon 

15, which confirmed the diagnosis of TFG::MET 
fusion–positive infantile fibrosarcoma (Fig. 1D).

Given the need for a forequarter amputation 
to achieve a resection with microscopically 
clear margins (R0), chemotherapy (vincristine–
dactinomycin) was initiated, with progression af-
ter three cycles. Cyclophosphamide was added, 
with minimal benefit; interval-compressed (dose-
dense) chemotherapy with vincristine, doxorubi-
cin, and cyclophosphamide alternating with ifos-
famide and etoposide did not lead to an adequate 
response for limb-sparing surgery. Compassion-
ate access to crizotinib, a multitargeted TKI that 
inhibits anaplastic lymphoma kinase (ALK), 
mesenchymal-epithelial transition factor (MET), 
and ROS1, was obtained. Treatment with crizo-
tinib was administered for 10 months and re-
sulted in a rapid tumor response, which was fol-
lowed by limb-sparing surgery that achieved 
complete resection of the remaining 2-cm lesion. 
Treatment with crizotinib was not restarted post-
operatively, and a sustained remission was shown 
at 12 months after resection (Fig. 1F).
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